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2012 AMA Changes in CPT Coding
For ordering purposes, please refer to your local regional lab test menu listing.
	Quest Diagnostics Test Name
	Quest Diagnostics Order Code
	Stacking CPT Codes
	NEW Tier Codes Effective 1/1/2012

	19911A>G Mutation Analysis
	16533
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81240

	19911A>G Mutation Analysis (NY)
	16534
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81240

	ABL Kinase Domain Mutation in CML, Cell-based
	16029
	83891, 83894, 83902, 83898 (x6), 83909 (x6), 83904, 83912
	81401

	ABL Kinase Domain Mutation in CML, Plasma-based, Leumeta®
	16031
	83891, 83894, 83902, 83898 (x6), 83909 (x6), 83904, 83912
	81401

	ABL T315I Mutation in CML, Cell-based
	19783
	83891, 83902, 83898 (x2), 83909 (x2), 83912
	81401

	ABL T315I Mutation in CML, Plasma-based, Leumeta®
	19782
	83891, 83902, 83898 (x2), 83909 (x2), 83912
	81401

	AccuType® Metformin 
	18979
	83891, 83892, 83898, 83909, 83912, 83914
	81400

	AccuType® CP, Clopidogrel CYP2C19 Genotype
	16924
	83891, 83892 (x2), 83900, 83901 (x2), 83909, 83914 (x4), 83912
	81225

	AccuType® CP, Clopidogrel CYP2C19 Genotype (NY)
	16925
	83891, 83892 (x2), 83900, 83901 (x2), 83909, 83914 (x4), 83912
	81225

	AccuType® Warfarin
	16160
	83891, 83900, 83901 (x4), 83896 (x5), 83909, 83912
	81355, 81227

	AccuType® Warfarin (NY)
	16161
	83891, 83900, 83901 (x4), 83896 (x5), 83909, 83912
	81355, 81227

	Achondroplasia Mutation Analysis
	16061
	83891, 83892 (x3), 83909, 83914, 83900, 83912
	81401

	Achondroplasia Mutation Analysis (NY)
	16062
	83891, 83892 (x3), 83909, 83914, 83900, 83912
	81401

	ADmark ApoE Genotype Analysis
	10642
	83891, 83892, 83894, 83898, 83912
	81401

	Alpha-1 Antitrypsin (AAT) Mutation Analysis
	15340
	83891, 83900, 83892 (x2), 83909, 83912
	81332

	Alpha-1 Antitrypsin (AAT) Mutation AnalysisN (NY)
	15341
	83891, 83900, 83892 (x2), 83909, 83912
	81332

	Alpha-1-Antitrypsin (AAT) Quantitation and Mutation Analysis
	17307
	83891; 83900; 83892 (x2); 83909; 83912
	81332, 82103

	Alpha-Globin Common Mutation Analysis
	11175
	83891, 83900, 83901 (x5), 83894, 83912
	81257

	Alpha-Globin Common Mutation Analysis (NY)
	11174
	83891, 83900, 83901 (x5), 83894, 83912
	81257

	AML1/ETO t(8;21) Quantitative Real-Time PCR
	14995
	83891, 83898 (x2), 83896 (x2), 83902 (x2), 83912
	81401

	Angiotensin Converting Enzyme (ACE) Polymorphism (Insertion/Deletion)
	11210
	83891, 83900, 83909, 83912
	81400

	Angiotensin Converting Enzyme (ACE) Polymorphism (Insertion/Deletion) (NY)
	11211
	83891, 83900, 83909, 83912
	81400

	Angiotensin II Type 1 Receptor (AGTR1) Gene 1166A>C Polymorphism
	11118
	83891, 83892 (x3), 83898, 83909, 83914, 83912
	81400

	Angiotensin II Type 1 Receptor (AGTR1) Gene 1166A>C Polymorphism (NY)
	11242
	83891, 83892 (x3), 83898, 83909, 83914, 83912
	81400

	Ashkenazi Jewish Panel
	10910
	83891 (x2), 83892 (x2), 83909 (x8), 83900, 83901 (x27), 83914 (x60), 83912 (x8)
	81220 (CF), 81200 (CANAVAN), 81251 (GAUCHER), 81242 (FANCONI), 81209 (BLOOM), 81255 (TAY SACHS), 81260 (FAMILIAL DYS), 81330 (NEIMANN PICK)

	Ashkenazi Jewish Panel (NY)
	10922
	83891, 83909, 83914 (x32), 83900, 83901 (x13), 83912, 83901 (x3), 83914 (x4), 83912, 83901 (x2), 83914 (x8), 83912, 83901, 83914 (x2), 83912, 83901, 83914, 83912, 83901 (x4), 83914 (x7), 83912, 83901, 83914 (x2), 83912, 83901 (x2), 83914 (x4), 83912, 8389
	81220 (CF), 81200 (CANAVAN), 81251 (GAUCHER), 81242 (FANCONI), 81209 (BLOOM), 81255 (TAY SACHS), 81260 (FAMILIAL DYS), 81330 (NEIMANN PICK)

	Ashkenazi Jewish Panel (11 Tests) 
	16936
	83891 (x3), 83892 (x7), 83900, 83901 (x33), 83909 (x4), 83914 (x67), 83912 (x11)
	81220 (CF), 81200 (CANAVAN), 81251 (GAUCHER), 81242 (FANCONI), 81209 (BLOOM), 81255 (TAY SACHS), 81260 (FAMILIAL DYS), 81330 (NEIMANN PICK), 81290 (MUCOLILPIDOSIS), 81250 (GLYCOGEN STORAGE), 81205 (MAPLE SYRUP)

	Ashkenazi Jewish Panel (11 Tests) (NY)
	16937
	83891 (x3), 83892 (x7), 83900, 83901 (x33), 83909 (x4), 83914 (x67), 83912 (x11)
	81220 (CF), 81200 (CANAVAN), 81251 (GAUCHER), 81242 (FANCONI), 81209 (BLOOM), 81255 (TAY SACHS), 81260 (FAMILIAL DYS), 81330 (NEIMANN PICK), 81290 (MUCOLILPIDOSIS), 81250 (GLYCOGEN STORAGE), 81205 (MAPLE SYRUP)

	B-Cell Gene Rearrangement, Qualitative PCR, Cell-based
	14868
	83890, 83898 (x3), 83909 (x3), 83912
	81261

	B-Cell Gene Rearrangement, Qualitative PCR, Plasma-based, Leumeta®
	16119
	83890, 83898 (x3), 83909 (x3), 83912
	81261

	bcr/abl Gene Rearrangement, Quantitative PCR reflex subtype
	15101
	83891, 83902, 83898 (x2), 83896 (x2), 83912
	81206

	bcr/abl Gene Rearrangement, Quantitative PCR, Cell-based
	15052
	83891, 83902 (x2), 83900, 83896 (x3), 83912
	81206

	BCR/ABL Gene Rearrangement, Quantitative PCR, Plasma-based, Leumeta®
	17853
	83891, 83898, 83902 (x2), 83900, 83896 (x3), 83912
	81206

	BCR-ABL1 Kinase Domain Mutation, 35-Nucleotide Insertion
	16876
	83891, 83902, 83898 (x4), 83909 (x4), 83912
	81208

	Beta2-Adrenergic Receptor Mutations
	16176
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81401

	Beta2-Adrenergic Receptor Mutations (NY)
	16177
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81401

	Beta-fibrinogen -455G>A Mutation
	16182
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Beta-fibrinogen -455G>A Mutation (NY)
	16183
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Beta-Globin Complete
	14974
	83891, 83892 (x2), 83909 (x4), 83898 (x4), 83904 (x4), 83912
	81404

	Beta-Globin Complete (NY)
	14979
	83891, 83892 (x2), 83909 (x4), 83898 (x4), 83904 (x4), 83912
	81404

	Biotinidase Deficiency Mutation Analysis
	16526
	83891, 83892 (x7), 83894 (x7), 83898 (x7), 83904 (x7), 83912
	81404

	Biotinidase Deficiency Mutation Analysis (NY)
	16655
	83891, 83892 (x7), 83894 (x7), 83898 (x7), 83904 (x7), 83912
	81404

	Bloom Syndrome DNA Mutation Analysis
	10224
	83891, 83898, 83892 x2, 83909, 83914, 83912
	81209

	Bloom Syndrome DNA Mutation Analysis (NY)
	10420
	83891, 83898, 83892 x2, 83909, 83914, 83912
	81209

	BRAF Mutation Analysis
	16767
	83891, 83898 (x3), 83894 (x3), 83892 (x3), 83909 (x3), 83904 (x3), 83912
	81210

	CAH (21-Hydroxylase Deficiency) Common Mutations
	14755
	83891, 83900, 83901 (x2), 83894, 83892 (x3), 83909, 83914 (x11), 83912
	81402

	CAH (21-Hydroxylase Deficiency) Common Mutations (NY)
	15063
	83891, 83900, 83901 (x2), 83894, 83892 (x3), 83909, 83914 (x11), 83912
	81402

	CAH (21-Hydroxylase Deficiency) Rare Mutations
	16072
	83891, 83898, 83894, 83892 (x2), 83904 (x7), 83912
	81405

	CAH (21-Hydroxylase Deficiency) Rare Mutations (NY)
	16073
	83891, 83898, 83894, 83892 (x2), 83904 (x7), 83912
	81405

	Canavan Disease Mutation Analysis
	31650
	83891, 83900, 83892 x2, 83909, 83914 x4, 83901, 83912
	81200

	Canavan Disease Mutation Analysis (NY)
	10445
	83891, 83900, 83892 x2, 83909, 83914 x4, 83901, 83912
	81200

	CBFB/MYH11 inv(16), Quantitative Real-Time PCR
	14992
	83891, 83898 (x2), 83896 (x2), 83902 (x2), 83912
	81401

	CFTR Intron 8 Poly-T Analysis
	15053
	83891, 83898, 83909, 83914, 83912
	81224

	CFTR Intron 8 Poly-T Analysis (NY)
	14700
	83891, 83898, 83909, 83914, 83912
	81224

	Chronic Lymphocytic Leukemia, IgVH Mutation Status, Cell-based
	15480
	83891, 83894, 83902, 83900, 83901 (x4), 83904, 83909, 83912
	81260

	Chronic Lymphocytic Leukemia, IgVH Mutation Status, Leumeta®
	17702
	83891, 83894, 83902, 83900, 83901 (x4), 83904, 83909, 83912
	81260

	C-KIT Mutation Analysis, Cell-based
	19961
	83891, 83898 (x5), 83892 (x5), 83904 (x10), 83909 (x5), 83912
	81404

	c-kit Mutation Analysis, Plasma-based, Leumeta®
	19960
	83891, 83898 (x5), 83892 (x5), 83904 (x10), 83909 (x5), 83912
	81404

	CKR-5 Gene, DNA Mutation Analysis
	38956
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	Colorectal Cancer Mutation Panel (KRAS, PIK3CA, BRAF, NRAS)
	18902
	83891, 83892 (x7), 83894 (x3), 83898 (x10), 83904 (x14), 83907, 83909 (x10), 83912 (x4)
	81275, 81210, 81404, 83898 (x3), 83904 (x3), 83907, 83909 (x3), 83912

	ColoVantage® (methylated Septin 9)
	16983
	83891, 83896 (x3), 83898 (x3), 83912
	81401

	ColoVantage® (methylated Septin 9)  (NY)
	16984
	83891, 83896 (x3), 83898 (x3), 83912
	81401

	CYP1B1 Mutation Analysis
	17205
	83891, 83892, 83909 (x5), 83898 (x5), 83904 (x5), 83912
	81404

	CYP1B1 Mutation Analysis (NY)
	17206
	83891, 83892, 83909 (x5), 83898 (x5), 83904 (x5), 83912
	81404

	CYP2C19 Genotyping
	16605
	83891, 83892, 83896 (x2), 83900, 83912 
	81225

	CYP2C19 Genotyping (NY)
	16608
	83891, 83892, 83896 (x2), 83900, 83912
	81225

	Cystic Fibrosis Complete® Rare Mutation Analysis, Entire Gene Sequence
	10917
	83891 (x2), 83909, 83898 (x32), 83904 (x32), 83912
	81223

	Cystic Fibrosis Complete® Rare Mutation Analysis, Entire Gene Sequence (NY)
	10919
	83891 (x2), 83909, 83898 (x32), 83904 (x32), 83912
	81223

	Cystic Fibrosis D1152H Mutation Analysis
	15335
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81221

	Cystic Fibrosis D1152H Mutation Analysis (NY)
	15336
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81221

	Cystic Fibrosis DNA Analysis, Fetus
	10226
	88235, 83891 (x2), 83909 (x2), 83914 (x64), 83900 (x2), 83901 (x26), 83912 (x2)
	81220, 88235

	Cystic Fibrosis DNA Analysis, Fetus (NY)
	10478
	88235, 83891 (x2), 83909 (x2), 83914 (x64), 83900 (x2), 83901 (x26), 83912 (x2)
	81220, 88235

	Cystic Fibrosis Gene Deletion or Duplication
	16080
	83891, 83900, 83901 (x30), 83909, 83912
	81222

	Cystic Fibrosis Gene Deletion or Duplication (NY)
	16081
	83891, 83900, 83901 (x30), 83909, 83912
	81222

	Cystic Fibrosis Rare Mutation Analysis, One Exon
	10913
	83891, 83909, 83898, 83904, 83912
	81221

	Cystic Fibrosis Rare Mutation Analysis, One Exon (NY)
	10914
	83891, 83909, 83898, 83904, 83912
	81221

	Cystic Fibrosis Rare Mutation Analysis, Two Exon
	10915
	83891, 83909 (x2), 83898 (x2), 83904 (x2), 83912
	81221

	Cystic Fibrosis Rare Mutation Analysis, Two Exon (NY)
	10916
	83891, 83909 (x2), 83898 (x2), 83904 (x2), 83912
	81221

	Cystic Fibrosis Screen
	10458
	83891, 83909, 83914 (x32), 83900, 83901 (x13), 83912
	81220

	Cystic Fibrosis Screen (NY)
	10463
	83891, 83909, 83914 (x32), 83900, 83901 (x13), 83912
	81220

	Cytochrome P450 2C9 Genotype
	11294
	83891, 83900, 83901, 83892 x3, 83909, 83914 x4, 83912
	81227

	Cytochrome P450 2C9 Genotype (NY)
	11295
	83891, 83900, 83901, 83892 (x3), 83909, 83914 (x4), 83912
	81225

	Cytochrome P450 2D6 Genotype
	10490
	83891, 83900, 83892 (x3), 83909, 83914 (x8), 83912
	81225

	Cytochrome P450 2D6 Genotype (NY)
	14589
	83891, 83900, 83892 (x3), 83909, 83914 (x8), 83912
	81225

	Cytochrome P450 2D6/2C19 Genotyping
	17634
	83891, 83892 (x2), 83900 (x2), 83901 (x2), 88385 
	81225

	Cytochrome P450 2D6/2C19 Genotyping (NY)
	17662
	83891, 83892 (x2), 83900 (x2), 83901 (x2), 88385
	81225

	Dihydropyrimidine Dehydrogenase (DPD) Gene Mutation Analysis
	15538
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	Dihydropyrimidine Dehydrogenase (DPD) Gene Mutation Analysis (NY)
	15539
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	Factor V (Leiden) Mutation Analysis
	17900
	83891, 83898, 83909, 83914, 83912
	81241

	Factor V (Leiden) Mutation Analysis
	22722
	83891, 83892, 83896 (x2), 83908, 83912
	81241

	Factor V (Leiden) Mutation Analysis (NY)
	17901
	83891, 83898, 83909, 83914, 83912
	81241

	Factor V (Leiden) Mutation Analysis (NY)
	36192
	83891, 83892, 83896 (x2), 83908, 83912
	81241

	Factor V (Leiden) Mutation Analysis w/Reflex to HR2 Mutation
	17904
	83891, 83898, 83909, 83914, 83912 with reflex to 83898, 83914, 83912
	81241 with reflex to 81400

	Factor V HR2 Allele DNA Mutation Analysis (NY)
	10908
	83891, 83892, 83896 (x2), 83908, 83912
	81400

	Factor V HR2 Allele DNA Mutation Analysis
	17902
	83891, 83909, 83898, 83914, 83912
	81400

	Factor V HR2 Allele DNA Mutation Analysis (NY)
	17903
	83891, 83909, 83898, 83914, 83912
	81400

	Factor V HR2 Allele DNA Mutation Analysis
	10905
	 83891, 83892, 83896 (x2), 83908  83912 
	81400

	Factor V HR2 Allele DNA Mutation Analysis (NY)
	10908
	 83891, 83892, 83896 (x2), 83908, 83912
	81400

	Factor V (Leiden) Mutation Analysis w/Reflex to HR2 Mutation (NY)
	11100
	 83891, 83892, 83896 (x2), 83908, 83912
	81241

	Factor V (Leiden) Mutation Analysis w/Reflex to HR2 Mutation
	11089
	 83891, 83892, 83896 (x2), 83908, 83912
	81241

	Factor VII R353Q Muation Analysis
	16180
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Factor VII R353Q Muation Analysis (NY)
	16181
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Factor XI Mutation Analysis (Ashkenazi Jewish)
	16023
	83891, 83892 (x3), 83898, 83914, 83909, 83912
	81400

	Factor XI Mutation Analysis (Ashkenazi Jewish) (NY)
	16024
	83891, 83892 (x3), 83898, 83914, 83909, 83912
	81400

	Factor XIII V34L Mutation Analysis
	16178
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Factor XIII V34L Mutation Analysis (NY)
	16179
	83891, 83898, 83892 (x2), 83909, 83914, 83912
	81400

	Familial Dysautonomia Mutation Analysis
	16040
	83891, 83892 (x2), 83909, 83898, 83914 (x2), 83912
	81260

	Familial Dysautonomia Mutation Analysis (NY)
	16041
	83891, 83892 (x2), 83909, 83898, 83914 (x2), 83912
	81260

	Familial Mediterranean Fever Mutation Analysis
	16141
	83891, 83900, 83901 (x2), 83892 (x2), 83909, 83914 (x11), 83912
	81404

	Familial Mediterranean Fever Mutation Analysis (NY)
	16142
	83891, 83900, 83901 (x2), 83892 (x2), 83909, 83914 (x11), 83912
	81404

	Fanconi Anemia DNA Mutation Analysis (NY)
	10422
	83891, 83892 (x2), 83909, 83898, 83914 (x2), 83912
	81242

	Fanconi's Anemia DNA Mutation Analysis
	10221
	83891, 83892 (x2), 83909, 83898, 83914 (x2), 83912
	81242

	FMR1 Gene Sequencing
	16658
	83891, 83894, 83898 (x18), 83904 (x18), 83892 (x18), 83912
	81243

	Follicular Lymphoma, bcl-2/JH t(14;18), Real-time PCR, Cell-based
	15007
	83891, 83896 (x3), 83898 (x3), 83912
	81402

	Follicular Lymphoma, bcl-2/JH t(14;18), Real-time PCR, Leumeta(R)
	17690
	83891, 83896 (x3), 83898 (x3), 83912
	81402

	Fragile X DNA Analysis, Fetus
	16300
	83891, 83900, 83898, 83909, 83892 (x2), 83894, 83896, 83897, 83912
	81243

	Fragile X DNA Analysis, Fetus (NY)
	16301
	83891, 83900, 83898, 83909, 83892 (x2), 83894, 83896, 83897, 83912
	81243

	Galactosemia Mutation Analysis
	16613
	83891, 83900, 83901 (x3), 83892 (x2), 83909, 83914 (x11), 83912
	81401

	Galactosemia Mutation Analysis (NY)
	16614
	83891, 83900, 83901 (x3), 83892 (x2), 83909, 83914 (x11), 83912
	81401

	Gaucher Disease, DNA Mutation Analysis
	21503
	83891, 83892, 83909, 83900, 83914 (x8), 83912
	81251

	Gaucher Disease, DNA Mutation Analysis (NY)
	10079
	83891, 83892, 83909, 83900, 83914 (x8), 83912
	81251

	Genomic Alterations, Oncology, ClariSure® CGH
	16800
	88386, 83891, 83892, 83898
	81406

	Genomic Alterations, POC, ClariSure® CGH
	16884
	88386, 83891, 83892, 83898
	81228

	Genomic Alterations, Postnatal, ClariSure® Oligo-SNP Array
	16478
	88386, 83891, 83892, 83898
	81229

	Genomic Alterations, Prenatal, ClariSure® CGH
	16340
	88386, 83891, 83892, 83898
	81228

	Glycogen Storage Disease Type Ia Mutation Analysis (Ashkenazi Jewish)
	16069
	83891, 83892 (x3), 83909, 83900, 83914 (x2), 83912
	81250

	Glycogen Storage Disease Type Ia Mutation Analysis (Ashkenazi Jewish), NY
	16070
	83891, 83892 (x3), 83909, 83900, 83914 (x2), 83912
	81250

	Hereditary Hemochromatosis DNA Mutation Analysis
	35079
	83891, 83900, 83892 (x2), 83909, 83912
	81256

	Hereditary Hemochromatosis DNA Mutation Analysis (NY)
	36193
	83891, 83900, 83892 (x2), 83909, 83912
	81256

	HEXA Mutation Analysis, Gene Sequencing
	16612
	83891, 83892 (x14), 83898 (x14), 83904 (x14), 83909 (x14), 83912
	81255

	HLA-B27, DNA Typing
	15584
	83891, 83896 (x30), 83900  83912
	81374

	HLA-A,B Class I DNA Typing
	15757
	83891, 83896 (x60), 83900 (x2), 83912 (x2)
	81373 (x2)

	HLA Class I A,B,C DNA Typing 
	15484
	83891, 83900 (x3), 83896 (x90), 83912 (x3)
	81372

	HLA Class II DR, DQ DNA Typing 
	15485
	83891, 83900, 83898, 83896 (x30), 83912
	81375

	HLA Typing for Celiac Disease 
	17135
	83891, 83900, 83901, 83896 (x20), 83912
	81383 (x2)

	HLA Typing for Narcolepsy
	34399
	83891, 83896 (x35), 83898, 83900, 83901, 83912
	81383 (x2), 81377

	HLA-A Class I DNA Typing
	10951
	83891, 83896 (x30), 83900, 83912
	81373

	HLA-A High Resolution SBT Typing
	17397
	83891, 83900, 83904 (x6), 83912
	81380

	HLA-A,B,C CLASS I DNA TYPING
	15484
	83891, 83896 (x90), 83900 (x3), 83912 (3)
	81372

	HLA-A2 High Resolution SBT Subtyping 
	17492
	83891, 83900, 83904 (x6), 83912
	81381

	HLA-A2 Typing w/Reflex A2 High Res. SBT Subtyping
	17398
	83891, 83896 (x30), 83900, 83912
	81373 reflex to 81381

	HLA-A29 DNA Typing
	16773
	83891, 83896 (x30), 83900, 83912
	81374

	HLA-B Class I DNA Typing
	10950
	83891, 83896 (x30), 83900, 83912
	81373

	HLA-B High Resolution SBT Typing
	17396
	83891, 83900, 83904 (x6), 83912
	81380

	HLA-B*1502 Typing
	40045
	83891, 83896 (x30), 83900, 83912
	81381

	HLA-B*5701 Typing
	19774
	83891, 83896 (x30), 83900, 83912
	81381

	HLA-B51 DNA Typing
	16775
	83891, 83896 (x30), 83900, 83912
	81381

	HLA-C Class I DNA Typing
	15463
	83891, 83896 (x30), 83900, 83912
	81373

	HLA-C High Resolution SBT Typing
	17395
	83891, 83900, 83904 (x6), 83912
	81380

	HLA-DRB1 Class II DNA Typing
	10952
	83891, 83896 (x15), 83898, 83912
	81376

	HLA-DQA1 DNA Typing
	19525
	83891, 83896 (x15), 83898, 83912
	81376

	HLA-DQB1 Class II DNA Typing 
	10953
	83891, 83900, 83896 (x15), 83912
	81376

	HLA-DQB1 High Resolution SBT Typing
	17394
	 83891 (1), 83898 (2), 83904 (4), 83912 (1)
	81382

	HLA Class II DR, DQ DNA Typing
	15485
	 83891 (1), 83896 (30), 83898 (1), 83900 (1), 83912 (1)
	81375

	HLA-DRB3*4*5 DNA Typing
	19526
	 83891 (1), 83896 (15), 83900 (1), 83901 (1), 83912 (1)
	81376

	HLA-DRB1 Class II DNA Typing
	10952
	 83891 (1), 83896 (15), 83898 (1), 83912 (1)
	81376

	HLA-DRB1 High Resolution SBT Typing
	17393
	 83891 (1), 83898 (1), 83904 (3), 83912 (1)
	81382

	Human Platelet Antigen 1 Genotype
	10707
	83891, 83898 (x2), 83894 (x2), 83912
	81400

	Huntington Disease Mutation Analysis
	10247
	83891, 83900, 83909, 83912
	81401

	Huntington Disease Mutation Analysis (NY)
	14871
	83891, 83900, 83909, 83912
	81401

	JAK2 Exons 12 and 13 Mutations, Qualitative, Leumeta(R)
	16536
	83891, 83902, 83898, 83904 (x2), 83912
	81403

	JAK2 Mutation (V617F) Analysis, Quantitative, Plasma-based, Leumeta(R)
	16175
	83891, 83896, 83898, 83904 (x2), 83912
	81270

	JAK2 V617F, Qualitative, Leumeta® with Reflex to Exons 12,13
	16539
	83891, 83902, 83898, 83904, 83912 with reflex to 83904 (x2), 83912
	81270 reflex to 81403

	JAK2 V617F, Qualitative, Leumeta® with Reflex to Exons 12,13 and Reflex to MPL W515, S505
	16538
	83891, 83902, 83898, 83904, 83912 with reflex to 83904 (x2), 83912 and/or 83902, 83898, 83904 (x2), 83912
	81270 reflex to 81403 (JAK 12,13) and/or reflex 81402

	KRAS Mutation Analysis
	16510
	83891, 83898 (x2), 83892 (x2), 83909 (x2), 83904 (x4), 83912
	81275

	Long Chain Acyl-CoA Dehydrogenase (LCHAD) Mutation Analysis (NY)
	11247
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81406

	Long Chain Acyl-CoA Dehydrogenase (LCHAD) Mutation Analysis
	11244
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81406

	Lung Cancer Mutation Panel (EGFR, KRAS, ALK)
	16461
	83891, 83892(x3), 83898 (x6), 83904 (x8), 83909 (x6), 83912 (x2), 88271 (x2), 88275, 88291
	EGFR 83891, 83892, 83898 (x4), 83909 (x4), 83904 (x4), 83912; KRAS 81275; ALK 88271 (x2);88275; 88291

	Macular Degeneration Mutation Analysis
	16155
	83891, 83900, 83892 (x3), 83909, 83914 (x2), 83912
	81401

	Macular Degeneration Mutation Analysis(NY)
	16156
	83891, 83900, 83892 (x3), 83909, 83914 (x2), 83912
	81401

	Mantle Cell Lymphoma, bcl-1/JH t(11;14), Real-time PCR, Cell-based
	14991
	83891, 83896 (x2), 83898 (x2), 83912
	81401

	Mantle Cell Lymphoma, bcl-1/JH t(11;14), Real-time PCR, Leumeta®
	17679
	83891, 83896 (x2), 83898 (x2), 83912
	81401

	Maple Syrup Disease (MSUD) Mutation Analysis (Ashkenazi Jewish)
	16067
	83891, 83892 (x3), 83909, 83900, 83901, 83914 (x3), 83912
	81205

	Maple Syrup Disease (MSUD) Mutation Analysis (Ashkenazi Jewish) (NY)
	16068
	83891, 83892 (x3), 83909, 83900, 83901, 83914 (x3), 83912
	81205

	Maternal Cell Contamination Study, STR Analysis
	10262
	83891 (x2), 83900 (x2), 83901 (x26), 83909 (x2), 83912
	81265

	Maternal Cell Contamination Study, STR Analysis (NY)
	10477
	83891 (x2), 83900 (x2), 83901 (x26), 83909 (x2), 83912
	81265

	Medium Chain Acyl-CoA Dehydrogenase (MCAD) Mutation Analysis
	11176
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	Medium Chain Acyl-CoA Dehydrogenase (MCAD) Mutation Analysis (NY)
	10921
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	MEN2 and FMTC Mutations, Exons 10, 11, 13-16
	36587
	83891 (x2), 83898 (x6), 83892 (x2), 83909 (x6), 83904 (x6), 83912
	81404, 81405

	MEN2 and FMTC Mutations, Exons 10, 11, 13-16 (NY)
	36091
	83891 (x2), 83898 (x6), 83892 (x2), 83909 (x6), 83904 (x6), 83912
	81404, 81405

	Methylenetetrahydrofolate Reductase (MTHFR), DNA Mutation Analysis
	17911
	83891; 83909; 83900; 83914 (x2); 83912
	81291

	Methylenetetrahydrofolate Reductase, DNA Mutation Analysis (NY)
	17912
	83891; 83909; 83900; 83914 (x2); 83912
	81291

	METHYLENETETRAHYDROFOLATE REDUCTASE,DNA (NY)
	10078
	83891, 83892 (x2), 83896 (x4), 83908 (x2), 83912
	81291

	METHYLENETETRAHYDROFOLATE;REDUCTASE(MTHFR)
	36165
	83891, 83892 (x2), 83896 (x4), 83908 (x2), 83912
	81291

	Microsatellite Instability (MSI), HNPCC
	14989
	83890 (x2), 83907, 83900, 83901 (x3), 83900, 83901 (x3), 83909 (x2), 83912
	81301

	MLH1 and MSH2 Mutations (Deletion and Duplication), HNPCC
	16051
	83891, 83900, 83901 (x39), 83909 (x2), 83912
	81294, 81297

	MLH1 and MSH2 Mutations (Deletion and Duplication), HNPCC (NY)
	16052
	83891, 83900, 83901 (x39), 83909 (x2), 83912
	81294, 81297

	MLH1 and MSH2 Mutations, HNPCC
	14986
	83891, 83898 (x19), 83894, 83892 (x19), 83904 (x19), 83898 (x17), 83894, 83892 (x17), 83904 (x17), 83912
	81292, 81295

	MLH1 and MSH2 Mutations, HNPCC (NY)
	15017
	83891, 83898 (x19), 83894, 83892 (x19), 83904 (x19), 83898 (x17), 83894, 83892 (x17), 83904 (x17), 83912
	81292, 81295

	MLH1 Gene Sequencing, HNPCC
	16926
	83891, 83898 (x19), 83894, 83904 (x19), 83892 (x19), 83912
	81292

	MLH1 Mutation, One Exon, HNPCC
	14984
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81293

	MLH1 Mutation, One Exon, HNPCC (NY)
	15012
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81293

	MPL W515 and MPL S505 Mutation Analysis, Qualitative, Leumeta®
	16184
	83891, 83902, 83898, 83904 (x2), 83912
	81402

	MSH2 Gene Sequencing, HNPCC
	16928
	83891, 83898 (x17), 83894, 83892 (x17), 83904 (x17), 83912
	81295

	MSH2 Mutation, One Exon, HNPCC
	14981
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81296

	MSH2 Mutation, One Exon, HNPCC (NY)
	15013
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81296

	MSH6 Mutation, HNPCC
	14982
	83891, 83892 (x2), 83898 (x18), 83909 (x18), 83904 (x18), 83912
	81298

	MSH6 Mutation, HNPCC (NY)
	15015
	83891, 83892 (x2), 83898 (x18), 83909 (x18), 83904 (x18), 83912
	81298

	MSH6 Mutation, One Exon, HNPCC
	14983
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81299

	MSH6 Mutation, One Exon, HNPCC (NY)
	15014
	83891, 83892 (x2), 83898, 83909, 83904, 83912
	81299

	Mucolipidosis Type IV Mutation Analysis
	11192
	83891, 83898, 83892 x2, 83909, 83914 x2, 83912
	81290

	Mucolipidosis Type IV Mutation Analysis (NY)
	11364
	83891, 83898, 83892 x2, 83909, 83914 x2, 83912
	81290

	Myotonic Dystrophy DNA Test
	36164
	83891, 83898, 83909, 83912
	81401

	Niemann-Pick Disease Mutation Analysis
	10222
	83891, 83900, 83892 x2, 83909, 83914 x4, 83912
	81330

	Niemann-Pick Disease Mutation Analysis (NY)
	10706
	83891, 83900, 83892 x2, 83909, 83914 x4, 83912
	81330

	NPM (Exon 12) Mutation Analysis, Cell-based
	16158
	83891, 83898, 83909, 83912
	81310

	NPM (Exon 12) Mutation Analysis, Plasma-based, Leumeta®
	16159
	83891, 83898, 83909, 83912
	81310

	NRAS Mutation Analysis
	16818
	83898 (x2), 83892 (x2), 83909 (x2), 83904 (x4), 83912
	81404

	P53 Mutation Analysis, Plasma-based, Leumeta®
	16515
	83891, 83898 (x6), 83892 (x6), 83909 (x6), 83904 (x12), 83912
	81405

	PAI-1 Gene Mutation
	58881
	83891, 83896 x4, 83902 x2, 83912
	81400

	Pain Management, CYP450 2D6/2C19 GENO, QL
	18946
	83891, 83892 (x2), 83900 (x2), 83901 (x2), 88385 TC
	81226, 81225

	PDGFRA Mutation Analysis
	16859
	83891, 83902, 83898, 83904 (x2), 83912
	81404

	Phenylketonuria (PKU) Mutation Analysis
	16152
	83891, 83892 (x2), 83894, 83898 (x13), 83904 (x13), 83912
	81406

	Phenylketonuria (PKU) Mutation Analysis (NY)
	16153
	83891, 83892 (x2), 83894, 83898 (x13), 83904 (x13), 83912
	81406

	Plasminogen Activator Inhibitor-1 (PAI-1) 4G/5G
	11368
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	Plasminogen Activator Inhibitor-1 (PAI-1) 4G/5G (NY)
	14518
	83891, 83898, 83892 (x3), 83909, 83914, 83912
	81400

	PML/RARA t(15;17), Quantitative Real-Time PCR, Cell-based
	14994
	83891, 83902, 83898 (x2), 83896 (x2), 83912
	81315

	PML/RARA t(15;17), Quantitative Real-Time PCR, Plasma-based, Leumeta(R)
	70182
	83891, 83900, 83898 (x3), 83896 (x3), 83902 (x3), 83912
	81315

	Prader-Willi/Angelman Syndrome, DNA Methylation Analysis
	11369
	83891, 83900, 83909, 83912
	81331

	Prader-Willi/Angelman Syndrome, DNA Methylation Analysis (NY)
	14470
	83891, 83900, 83909, 83912
	81331

	Prothrombin (Factor II) 20210G>A Mutation Analysis
	17909
	83891, 83909, 83898, 83914, 83912
	81240

	Prothrombin (Factor II) 20210G>A, Mutation Analysis (NY)
	17910
	83891, 83909, 83898, 83914, 83912
	81240

	Prothrombin (Factor II) 20210G>A Mutation Analysis
	30326
	83891, 83892, 83896 (x2), 83908, 83912 
	81240

	Prothrombin (Factor II) 20210G>A Mutation Analysis (NY)
	10072
	83891, 83892, 83896 (x2), 83908, 83912
	81240

	RAS Mutation Analysis, Cell-based
	16128
	83891, 83898 (x3), 83909 (x3), 83904 (x3), 83912
	hras 83898 (x2), 83892 (x2), 83909 (x2), 83904 (x4), 83912; nras 81404 ; kras  81275

	RAS Mutation Analysis, Plasma-based Leumeta(R)
	16127
	83891, 83898 (x3), 83909 (x3), 83904 (x3), 83912
	hras 83898 (x2), 83892 (x2), 83909 (x2), 83904 (x4), 83912; nras 81404 ; kras  81275

	RAS Mutation Analysis, Thyroid Cancer
	90479
	83891, 83894, 83898 (x6), 83904 (x6), 83912
	hras 83898 (x2), 83892 (x2), 83909 (x2), 83904 (x4), 83912; nras 81404 ; kras  81275

	Resistance to Thyroid Hormone (RTH) Mutation Analysis
	16053
	83891, 83898 (x8), 83894 (x8), 83904 (x8), 83912
	81405

	Resistance to Thyroid Hormone (RTH) Mutation Analysis (NY)
	16054
	83891, 83898 (x8), 83894 (x8), 83904 (x8), 83912
	81405

	RET/PTC Rearrangement, Thyroid Cancer
	90473
	83891, 83902, 83898 (x3), 83896 (x3), 83912
	81404

	Rett Syndrome Mutation Analysis
	15088
	83891, 83892 (x2), 83909 (x6), 83894, 83898 (x6), 83904 (x6), 83912
	81302

	Rett Syndrome Mutation Analysis (NY)
	15089
	83891, 83892 (x2), 83909 (x6), 83894, 83898 (x6), 83904 (x6), 83912
	81302

	Rett Syndrome Rearrangement (Deletion or Duplication)
	16662
	83891, 83900, 83901 (x9), 83909, 83912
	81304

	Sickle Cell Anemia, DNA Probe Analysis, Fetus
	26382
	88235, 83891 (x2), 83892 (x4), 83909 (x2), 83898 (x2), 83912 (x2)
	88235, 81401

	Sickle Cell Anemia, DNA Probe Analysis, Fetus (NY)
	36194
	88235, 83891 (x2), 83892 (x4), 83909 (x2), 83898 (x2), 83912 (x2)
	88235, 81401

	Tay Sachs Disease Mutation Analysis (NY)
	36195
	83891, 83892, 83909, 83900, 83914 (x7), 83901 (x2), 83912
	81255

	Tay-Sachs Disease Mutation Analysis
	21502 
	83891, 83892, 83909, 83900, 83914 (x7), 83901 (x2), 83912
	81255

	T-cell Receptor (TCR) Gene Rearrangement, Qualitative PCR, Cell-based
	15930
	83891, 83898 (x2), 83909 (x2), 83912
	81402

	T-Cell Receptor (TCR) Gene Rearrangement, Qualitative PCR, Leumeta®
	17862
	83891, 83898 (x2), 83909 (x2), 83912
	81402

	Thrombophilia DNA Mutation Analysis (NY)
	11125
	83891 (2), 83892 (2), 83896 (4), 83908 (2), 83912 (2)
	81240, 81241

	Thrombophilia DNA Mutation Analysis
	10472
	83891 (2), 83892 (2), 83896 (4), 83908 (2), 83912 (2)
	81240, 81241

	Thrombophilia DNA Mutation Analysis
	17907
	83891, 83900, 83909, 83914 (x2), 83912 (x2)
	81240, 81241

	Thrombophilia DNA Mutation Analysis (NY)
	17908
	83891, 83900, 83909, 83914 (x2), 83912 (x2)
	81240, 81241

	Thrombophilia Mutation Analysis with Reflex to HR2 Mutation
	19663
	83891 (2), 83892 (2), 83896 (4), 83908 (2), 83912 (2)
	81240, 81241 with reflex to 81400

	TPMT Genotype
	37742
	83890, 83900, 83892 (x2), 83896 (x4), 83912
	81401

	TPMT Genotype (NY)
	16108
	83890, 83900, 83892 (x2), 83896 (x4), 83912
	81401

	Twin Zygosity (NY)
	10557
	83891, 83900, 83901 (x13), 83909, 83912
	81265

	Twin Zygosity 
	10556
	83891, 83900, 83901 (x13), 83909, 83912
	81265

	UGTIA1 Genotyping (NY)
	16522
	83891, 83892 (x4), 83896 (x4), 83908 (x4), 83912
	81350

	UGTIA1 Genotyping
	16521
	83891, 83892 (x4), 83896 (x4), 83908 (x4), 83912
	81350

	von Willebrand Disease 2N (Normandy)
	19457
	83890, 83892 (x3), 83894 (x3), 83898 (x3), 83912
	81401

	von Willebrand Disease Mutation Analysis
	19837
	83891, 83898 (x12), 83892 (x2), 83904 (x14), 83912
	81404

	von Willebrand Disease Mutation Analysis (NY)
	19838
	83891, 83898 (x12), 83892 (x2), 83904 (x14), 83912
	81404

	XSense®, Fragile X with Reflex
	16313
	83891, 83900, 83898, 83909 (x2), 83912 with reflex to southern blot 83891, 83892 (x2), 83894, 83896, 83897, 83912
	81243 with reflex to 81244

	XSense®, Fragile X with Reflex (NY)
	16321
	83891, 83900, 83898, 83909 (x2), 83912 with reflex to southern blot 83891, 83892 (x2), 83894, 83896, 83897, 83912
	81243 with reflex to 81244

	Y Chromosome Microdeletion, DNA Analysis
	14679
	83891, 83900, 83901 (x18), 83894, 83912
	81403

	Y Chromosome Microdeletion, DNA Analysis (NY)
	16018
	83891, 83900, 83901 (x18), 83894, 83912
	81403

	Quest Diagnostics Test Name
	Quest Diagnostics Order Code
	2011 CPT Codes
	2012 CPT Codes 

	CellSearch® Circulating Tumor Cells, Breast
	16011
	88346 (x2), 88361, 88313
	0279T, 0280T

	CellSearch® Circulating Tumor Cells, Colon
	16811
	88346 (x2), 88361, 88313
	0279T, 0280T

	CellSearch® Circulating Tumor Cells, Prostate
	16812
	88346 (x2), 88361, 88313
	0279T, 0280T
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The CPT codes provided are based on AMA guidelines and are for informational purposes only.  CPT coding is the sole responsibility of the billing party.  Please direct any questions regarding coding to the payor being billed.


